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Encyclopedia of Computational
Biology/Bioinformatics

Springer Publishing Product Development | 2012 | 4 @ SPrmger

Springer Major Reference Works

* Springer Reference Works are Highest downloaded Average Chapter Downloads 2011

by Title and Book Type

products
Major RefWork (N=145)
» Encyclopedia of Genetics, Genomics, Proteomics
Textbook(N=1,975
and Informatics (2008). SRSAE) - 2,107
» Handbook of Hydrocarbon and Lipid Microbiology (2008). FRETBEBIACE IS G (rS=ih) - 1,855
* Reasons: Professional book (N=2.216) - 1,116
- Easily Accessible Proceedings (N=5,795) [ 1.009
- High Quality Reference Content average (N=26.728) [JJJj 1,089
Google  maocatonipas [ a | Reviews (N=312) . 1,047
Search : Monograph/Contributed vol
(N=13,969) . 875
Lpies
images Rialin S chusd e M Ao M el cmpnon Popular Science (N=367) I 550
Mags Moulheu wrrghe lipids and complex liphds Hydrocarbons contan carbon and
Videos
- Briefs (N=117) I 182
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Steps, Stages and Estimated Timeline

Proposal/ Initial TOC Writing Proofing
RéViEW/ e Subfield content ® Reviews ® Print & e-book

Contract refinement ® Revisions publication
e Author e Online

* Scope recruitment publication
® Topic divisions
¢ Field editor

recruitment

N\

3-6 months 6-12 months 12-18 months 18-24 months




Topics identified so far

Sections SeCtionS

» Algorithms * Genome Informatics

* Artificial Intelligence and * Proteome Informatics
Machine Learning - Microbio- and Metagenome

- Data Mining and Integration Informatics

« Sequence Analysis * NGS technologies

* Ontology * Lipidomics

- Biological Pathways * Metabolome Informatics

- Biological Networks * Translational Bioinformatics

» Systems Biology * Immunoinformatics

* Molecular Interactions * Text Mining

* Disease Informatics * Phylogeny

 Structural Biology informatics - Biostatistics

* Drug Design



Future APBioNet Project with
Springer Media

o Call for Editors/Section Editors/Interested
Contributors - Handbook of Bioinformatics
Protocols ("Maniatis” of Bioinformatics)

» Key issue: standardization of reproducible
protocols

* E-mail Shoba or tinwee@apbionet.org
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APB

What it Is?
Asia-Pacific Bioinformatics Network is an international
organization of scientists and researchers working on the

promotion and advancement of bioinformatics as a
scholarly scientific discipline

When it was established & who’s involved?

Founded in 1998 at PSB Hawaii; secretariat In
Singapore; gained the acknowledgement, endorsement
and/or affiliation with APAN, ISCB and ASEAN
Subcommittee on Biotechnology; incorporation as public
non-profit limited liability company is ongoing
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What it does?

» Development of bioinformatics network infrastructure

» Exchange of data and information

» Development of training programs, conferences
(InCoB), workshops and symposia and the
encouragement of collaborations in the field of bio-
informatics with an Asia-Pacific focus

Who are our communities?
Practitioners, scientists and students from both biology
and computing backgrounds in Asia and Pacific Rim
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Who we train?
It depends on the location & type of training offered but
ranges from undergraduates to post-docs & researchers

What we train?
» Introductory bioinformatics workshops (Univ. of Brunei,

Perdana Univ.)
» Data analytics seminar & hands-on bioinformatics
workshop on R

» Practical parallel computing in R

» Cloud computing with BioSlax and NUS BioCloud

» Bioinformatics workshop on R/Bioconductor

* Training activities are conducted by members or
endorsed by APBioNet
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*Workshops in context of EUAsiaGrid

-Grid enabling phylogenetic inference of HIV dengue and
other flavivirus sequences

-Grid enabling parameter sweep for SVM parameter
optimization of caspase cleavage sites prediction

-Grid enabling genome search to identify T3SS effectors

-Grid enabling AutoDock ligand-receptor docking for HLA-
ligand complexes and Gromacs

-Drug discovery/GVSS Virtual Screening on avian flu and
dengue fever, WISDOM (wide in silico docking on malaria)

-Grid Application Platform TWGrid

-Computational Biology Workshop in Malaysia funded by
SEA-EU-Net and MOSTI endorsed and coordinated by
APBioNet
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/ ¥ Institutional Support
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ASEAN

ASEAN Dialogue Partners — China, India
KOBIC

ISCB

FAOBMB

IUBMB

UNESCO

Universities

National bioinformatics societies
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What resources we offer

» APBioGrid in context of SiIngAREN

- various Grid apps (BEAST, MrBayes, Gromacs, GATE,
LibSVM, MUSCLE, ProtDist)

» Bio-Mirror2 dB services

» access to Wizfolio bibliographic sharing & management

» BioSLAX virtual desktops and dB in box, APBioKnoppix

» CanalAVIST to deliver lectures and streaming videos,
Cloud Computing Software,

- MIABI, AuthorlD, DoclD data deposition

 BioDB100

* APBioNet Overseas Research Advancement
Programme and Travel Grant
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CanalAVIST is a part of the ASEAN Virtual Institute of
Science and Technology (AVIST) and the ASEAN Science and

UL AR Technology Research and Education Network Alliance

e (ASTRENA) under ASEAN Committee for Science and
Technology to provide channels for seamless education,
teaching, training, conferencing, lectures, talks through ASEAN countries for ASEAN researchers and students.
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To manage and share scientific papers
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2009- Minimum Information about a Bioinformatics
Investigation (MIABI proposed standard)

BioDB100 initiative:
100 MIABI-compliant integrated databases
AuthorlD i

DoclID

(Minimum Information About a Bioinformatics investigation)

v ! y v }
Resource server
v v ' v

Scope of the Ml for the subject bioinformatics investigation

Purpose and the Ml for the subject bioinformatics investigation,
including reproducibility, reusability, and validation of claims
as published in scientific publications

N

5 A

Tan T|n Wee, et al Protection of intellectual property for the subject
. bioinformatics investigation conforming to MIABi standards
BMC Genomics 2010
. . Content of the subject MI, including general descriptions, input data
DeC 2 ) 1 1 SU ppl 4 82 7 and parameters, output data, workflow of process, regression testing,

performance and scalability, and provenance, where applicable

"N
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Dreams

What the issues are:

» Minimum skill set to meet the needs and challenges
of the -omics era

» What aspects do we focus training on? Is it a
moving target?

» Post-training follow-up

» Stable long-term funding

What we can’t do that we’d like to be able to do:

to have a APBioNet central repository for tools, dB,
training material, e-learning system with dedicated
funding and personnel for building, maintaining and
expanding it
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What our dream is:

to represent and support the Asia-Pacific region in
terms of global issues relating to bioinformatics In
research, resource sharing/barrier-free access,
education, training, and public awareness.

Our vision for how GOBLET might help us to get

there:

 Coordinating and collaborating on training, resource
building, grant applications, fundraising, lobbying
and publicity

« Sharing and exchanging of training/educational
resources, trainers...




Y GOBLET

Janisa cs Learning, Education & Training
http://www.mygoblet.org/

1.Provide a global, sustainable support structure for
bioinformatics educators/trainers and students/trainees

2.Facilitate capacity development in bioinformatics in all
countries

3.Develop standards and guidelines for bioinformatics
education and training
4.Act as a hub for fund gathering

5.Reach out to, amongst others, teachers at high schools,
to bridge the gap to the next generation of
bioinformaticians



